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Docket No.: 1657/1022 
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<110> Bayer Corporation et al . 

<120> dna Sequences isolated from Human colonic Epithelial Cells 

<130> 1657/1020 

<140> PCT/US00/21606 

<141> 2000-08-08 

<150> US 60/147,933 

<151> 1999-08-09 

<160> 61 

<170> Patentin version 3.1 

<210> 1 

<211> 18 

<212> DNA 

<213> Homo sapiens 



<210> 2 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 2 

tcaaagccct ccagagag 18 



<210> 3 

<211> 18 

<212> DNA 

<213> Homo sapiens 



<210> 4 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 4 

tactgcactc caccctgg 18 



<210> 5 

<211> 18 

<212> DNA 

<213> Homo sapiens 



<400> 1 

agcacttaat attgtaat 



18 



<400> 3 

gggatataga caggcttg 



18 



<400> 5 

gagattttga tctatgtt 



18 
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<210> 6 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 6 

tcctgaaatc aggtgatc 18 

<210> 7 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 7 

gggaggagcc agccctgg 18 

<210> 8 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 8 

ggtagggttg ccaaggtg 18 

<210> 9 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 9 

gtgcccagga gtttgaga 18 

<210> 10 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 10 

ccaataccta caaattcc 18 

<210> 11 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 11 

gggaggagcc agccctgg 18 

<210> 12 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 12 

ggtagggttg ccaaggtg 18 
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<210> 13 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 13 

gggaggagcc agccctgg 18 

<210> 14 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 14 

ggtagggttg ccaaggtg 18 

<210> 15 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 15 

tgctgggatt aggactcttt gcctggag 28 

<210> 16 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 16 

cgtggcagag gaaaagccca agttaaag 28 

<210> 17 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 17 

cttacatgtg cttggacggg aatgcc 26 

<210> 18 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 18 

ctgctcgatt gagttaaaag cgctgctg 28 

<210> 19 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 19 

caaccccatc aaaaagtggg caaagg 26 
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<210> 20 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 20 

ggccggtgat gagcattttt teg 23 

<210> 21 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 21 

acactggtgg aagaggagag ggaagccaaa c 31 

<210> 22 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 22 

ccacatgccg caatgagttc agaacc 26 

<210> 23 

<211> 12 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Oligonucleotide primer 
<220> 

<221> mi sc_f eature 

<223> Antisense primer for amplification of colonic epithelial library 

<400> 23 

ccgccatcgc tc 12 

<210> 24 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> oligonucleotide primer 
<220> 

<221> mi sc_f eature 

<223> Sense primer for amplification of colonic epithelial library 

<400> 24 

taccactaca atggatg 17 



<210> 25 
<211> 18 
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<212> DNA 

<213> Homo sapiens 

<400> 25 

atggggaatg gaactgag 18 

<210> 26 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 26 

cagaccctga ggtgctgt 18 

<210> 27 

<211> 471 

<212> DNA 

<213> Homo sapiens 

<400> 27 

gcacttaata ttgtaattgg ttttccagcg ctttctctaa gtttctgctc gattgagtta 60 

aaagcgctgc tgtccttaat ttgcttaagg cttcaaacac gatctaaaag aagtggtgca 120 

cagagctctc gtcatgtgag aacaattcaa tgtgatgtct tgccaggaat gataaactct 180 

ggtgacttga taaatctcag agttcagatt tcagatgaag ttagctttca gcctggcatt 240 

cccgtccaag cacatgtaag gctccgcaaa attgatgaca ccataaagga gtccagtttc 300 

caccaccacg atgctccgtc ctcaaagagg agcacatccc agtcgcctct ctctggaggg 360 

ctttgaatgc ctctctgatc agtcaacagg acccttgaat gagcacttat tcattgtgcc 420 

agtaatcttt tcagaggaca gcagtggcag caggtagtac atacttacta g 471 

<210> 28 

<211> 121 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Ala Leu Asn lie Val He Gly Phe Pro Ala Leu Ser Leu ser Phe Cys 
1 5 10 15 

Ser lie Glu Leu Lys Ala Leu Leu Ser Leu lie Cys Leu Arg Leu Gin 
20 25 30 

Thr Arg ser Lys Arg Ser Gly Ala Gin ser ser Arg His val Arg Thr 
35 40 45 

lie Gin Cys Asp Val Leu Pro Gly Met lie Asn Ser Gly Asp Leu lie 
50 55 60 



Asn Leu Arg Val Gin lie ser Asp Glu Val Ser Phe Gin Pro Gly lie 
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sequence! i st i ng . txt 



Pro val Gin Ala His val Arg Leu Arg Lys lie Asp Asp Thr lie Lys 
85 ' 90 95 

Glu Ser Ser Phe His His His Asp Ala Pro Ser ser Lys Arg ser Thr 
100 105 110 

Ser Gin ser Pro Leu Ser Gly Gly Leu 
115 120 

<210> 29 

<211> 983 

<212> DNA 

<213> Homo sapiens 



<400> 29 



gcggacctgc 


agcctgtttc 


aaaataatga tctataccag 


ttgacttaga 


gtgatttcca 


60 


rnalrir'tTT'fi 

LydLyL lc Ly 


y Lyadddayd 


aaantf antt 1"t"2fianaana 
dddy L Lay L L L Ldyd.yd.ciyd. 


CgCT.CaT.yad, 


Ltcy cggccg 


i ic\ 

JLxU 


cgtcgacggg 


atatagacag 


gcttgagcac ctccacctca 


cagaatttgg 


actaaaattg 


180 


gggcaaaaaa 


tatttttgtt 


aaacaaaaga gattttattt 


tatttttatc 


attattttga 


240 


aacaggttct 


tgctctgtca 


cccagggtgg agtgcagtag 


cacaaggtgc 


atcccgggat 


300 


caagccttcc 


tcctgtctca 


gcctccccag tagctgagac 


tgatacagga 


ggtagaaaga 


360 


aattatttag 


gcagatagtg 


agggcaaatg agtcctcagc 


agagcttcct 


ttctaacaaa 


420 


aagcagccca 


agaaattagt 


tttctcctaa caaaaagtag 


cctgaaaaat 


ctagctgcaa 


480 


acataggtaa 


gcaagctgga 


acattgcaca ggggaatgct 


ggcagctgtg 


tcaatagaaa 


540 


agggtactgg 


gggccaggca 


tgtccatcat ggaagcttca 


tcttcctttt 


tgttagcacg 


600 


tgtacagtaa 


gaaagaagtg 


ggcaacatgg cacagcttag 


gctgaaaacc 


cgcctgcata 


660 


ataaaatact 


ggggtggggg 


ctgccagaaa atcgtgcccc 


atgcaaatgg 


cacacctggt 


720 


cctaaccagc 


tttttgtgcc 


ctacgtagat cagacacaac 


tttccaacca 


gctcatctat 


780 


aaaaccttct 


gcatttcacc 


gtgggtcgac aacccatttt 


tctgggaccc 


ctctctgtag 


840 


cagagagcta 


ttttctttct 


tttgcctatt aaacttcctg 


ctgttaacct 


cactcttgtg 


900 


gtgtccatgt 


ccttgatctc 


tgtggctgtg agacaatgaa 


cctcaggttt 


taccccagac 


960 


aatgaggctg 


cttcaagact 


aca 






983 



<210> 30 

<211> 44 

<212> PRT 

<213> Homo sapiens 

<400> 30 
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Met Asn Ser Arg Pro Arg Arg Arg Asp lie Asp Arg Leu Glu His Leu 
1 5 10 15 



His Leu Thr Glu Phe Gly Leu Lys Leu Gly Gin Lys lie Phe Leu Leu 
20 25 30 

Asn Lys Arg Asp Phe lie Leu Phe Leu Ser Leu Phe 
35 40 

<210> 31 

<211> 301 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (44) . . (44) 

<223> unknown 

<220> 

<221> mi sc_f eature 

<222> (195). .(195) 

<223> unknown 

<400> 31 

gagattttga tctatgttat acagtaacca caacaaatag gtanagcaca gaattgatta 60 

aaaatatgaa gtcagccagt tgtggtggct cacacctgta ataccagcac tttgggaggc 120 

tgaggcaggc agatcacctg aggtcaggag ttcaaaagca gcctggccaa catggtgaac 180 

cccatctcta ctaanaatac aaaaattttc ccatgcgcag tgatatgtgc atataatccc 240 

agctactcag gaggctgaca cagaagaatc actttgaacc cgggaggcgg agttgtaatg 300 

a 301 

<210> 32 

<211> 32 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MI SC_F EATURE 

<222> (14) . . (14) 

<223> X is any amino acid 

<400> 32 

Asp Phe Asp Leu Cys Tyr Thr Val Thr Thr Thr Asn Arg xaa Ser Thr 
1 5 10 15 

Glu Leu He Lys Asn Met Lys ser Ala Ser Cys Gly Gly Ser His Leu 
20 25 30 
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<210> 33 

<211> 158 

<212> DNA 

<213> Homo sapiens 



<400> 33 

cgggggggag 


gagccagccc tggccccagg gctggctcca 


cttccacgct ccttaccaag 


60 


ctacccttac 


caagctacgg gtgcaggaag cctttagatg 


cctcgctctc cctgcccctc 


120 


cacacttggt 


atgctgtgtc caccttggca accctacc 




158 


<210> 34 
<211> 52 
<212> PRT 
<213> Homo 


sapiens 






<400> 34 








Arg Gly Gly 
1 


Gly Ala Ser Pro Gly Pro Arg Ala 
5 10 


Gly Ser Thr ser Thr 
15 




Leu Leu Thr 


Lys Leu Pro Leu Pro Ser Tyr Gly 

t-\J dL J 


Cys Arg Lys Pro Leu 




asd Ala ser 
35 


Leu Ser Leu Pro Leu His Thr Trn 
40 


Tvr Ala Val Ser Thr 

i y • n i ci veil jci iiii 

45 




Leu Ala Thr 
50 


Leu 






<210> 35 
<211> 290 
<212> DNA 
<213> Homo 


sapiens 






<400> 35 
gtgcccagga 


gtttgagacc agcttgggca acataataag 


accctcatgt cttaaaaaaa 


60 


taaaaaaaat 


aaaaactaaa aactttgtgt attatatatg 


ctcagtaaat gatagttctc 


120 


ttatctttcc 


cactattatt ggttttaaag aatggtgtag 


acaggttttc cttaaatggc 


180 


ctctgttgtt 


ctcctttctc ccaaaatatt cattattaat 


tttgtctaat tttcattaag 


240 


aaatttgtag gtattggagt aaacctttgt tcacttcttt 


tttttttttt 


290 



<210> 36 

<211> 78 

<212> PRT 

<213> Homo sapiens 

<400> 36 

Ala Gin Glu Phe Glu Thr Ser Leu Gly Asn lie lie Arg Pro ser 
15 10 15 
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Leu Lys Lys lie Lys Lys lie Lys Thr Lys Asn Phe val Tyr Tyr lie 
20 25 30 

Cys Ser Val Asn Asp Ser Ser Leu lie Phe Pro Thr lie lie Gly Phe 
35 40 45 

Lys Glu Trp Cys Arg Gin val Phe Leu Lys Trp pro Leu Leu Phe Ser 
50 " 55 60 

Phe Leu Pro Lys Tyr ser Leu Leu lie Leu Ser Asn Phe His 
65 70 75 

<210> 37 

<211> 520 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<222> (96) . . (96) 

<223> Unknown 

<220> 

<221> mi sc_f eature 

<222> (241).. (241) 

<223> Unknown 

<220> 

<221> mi sc_feature 

<222> (248).. (248) 

<223> Unknown 

<220> 

<221> mi sc_f eature 

<222> (214) . . (214) 

<223> Unknown 

<400> 37 

ccacataggt ggtacacagg tgcccaaagg gcctctccca ccaggactgc acttcaaact 60 

cccccatgca ctgacattaa cagtggaaag gccagnctgc ttggggtgaa ttgtcataca 120 

attagcattt gtaaaagtta agctaaatta caaaaattaa aaaaaattta aaggacatgt 180 

aagtggaatt taatataccc tggacctggg tgtncctcaa aatgccagcc tcagccttct 240 

ncctgganaa ctcactaaaa ggccacggga aagggagcag ggcagccccc tgggaagcag 300 

gatggcgtgg catccagggc tgggtggggg tgctgagctt tggtaaaaca atgcaaggtc 360 

ctccttcctg gtgttctcac cacattcacc ctgaagtgca tgttatgacc ttggctccct 420 

gcagcctcaa cctcctgggc tcaagcaatc ctcctacctc agcctccccg agtaactggg 480 
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actacaggtg cacaccacca cacctggcta atttgtaaat 



520 



<210> 38 

<211> 410 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<222> (121) . . (121) 

<223> Unknown 



<220> 

<221> mi sc_f eature 

<222> (134). .(134) 

<223> Unknown 



<220> 

<221> mi sc_f eature 

<222> (148) . . (148) 

<223> Unknown 



<220> 

<221> mi sc_f eature 

<222> (150).. (150) 

<223> Unknown 



<220> 

<221> mi sc_f eature 

<222> (164) . . (164) 

<223> Unknown 



<400> 38 

actgcagccc cagctgacat ctgactgcaa cctcgtgagg agcaataatg cacacgaaat 60 

ggtgacaaca gagtggggtg ggtggctcac gcctgtaatc ccagcacttt tgagaggcca 120 

nggcaggtgg atcncctgag gtcaggantn ccaaaacagc ctgnccaaca tggtgaaacc 180 

ctgtctctta ctaaaaaaaa atacaaaaat tagccaggca tggtggtgca agtcccagct 240 

actcaggagg ctgaggcagg agaattgctt gaacccggga ggcagaggtt gcactgagcc 300 

aaaattgcac cactgcactc cagcctgggc gacaaagggg actcaaaaaa aaaaaagagg 360 

ctggactctt ctcttgcacc tctattcatc gtgggccagg ggtggtgtca 410 



<210> 39 

<211> 1019 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<222> (951).. (951) 
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<223> unknown 



<400> 39 
ccatcctaat 


acgactcact 


atagggctcg agcggccgcc 


cgggcaggtt 


tgaaactgag 


60 


tggcccacga 


tgggaagagg 


ggaaagccca ggggtacagg 


aggcctctgg 


gtgaaggcag 


120 


aggctaactg 


gggttcggag 


cgaccttggc cgttggctga 


ccatctttgt 


gctgtctgtc 


180 


gtcactatca 


tcatctgctt 


cacctgctcc tgctgctgcc 


tttacaagac 


gtgccgccga 


240 


ccacgtccgg 


ttgtcaccac 


caccacatcc accactgtgt 


gcatgcccct 


tatcctcagc 


300 


ctccaagtgt 


gccgcccagc 


taccctggac caagctacca 


gggctaccac 


accatgccgc 


360 


ctcagccagg 


gatgccagca 


gctaggactg ggagagatag 


gagaagtagg 


actgctgtga 


420 


ttaggacgga 


tcagacgaga 


ggggcgtttg gtattgggtt 


atggcagggg 


gttttatatt 


480 


gataattgtt 


gtgatgaaat 


tgatggcccc taagatagag 


acacctgcta 


ggtgtaagga 


540 


gaagatggtt 


aggtctacgg 


aggctccagg gtgggagtag 


ttccctgcta 


aggagggtag 


600 


actgttcaac 


ctgttcctgc 


tccggcctcc actatagcag 


atgcgagcag 


gagtaggaga 


660 


gagggaggta 


agagtcagaa 


gcttatgttg tttatgcggg 


gaaacgccat 


atcggggcac 


720 


gattattagg 


ggaactagtc 


agttgccaaa gcctccgatt 


atgatgggta 


ttactaatga 


780 


agaagattat 


tacaaatgca 


tgggctgtga cgataacgtt 


gtagatgtgg 


tcgttaccta 


840 


gaaggttgcc 


tggctggccc 


agctcggctc gaataaggag 


gcttagagct 


gtgcctagga 


900 


ctccagctca 


tgcgccgaat 


aataggtata gtgttccaat 


gtctttgtgg 


nttgtagaga 


960 


atagtcaacg 


acctccccgg 


gcggccgctc gagccctata 


gtgagtcgta 


ttaggatgg 


1019 



<210> 40 

<211> 978 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (3).. (3) 

<223> unknown 



<220> 

<221> mi sc_feature 

<222> (20).. (20) 

<223> unknown 



<220> 

<221> misc_feature 

<222> (26).. (26) 

<223> unknown 



<220> 
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<221> misc_feature 
<222> (40) . . (40) 
<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (82).. (82) 

<223> unknown 



<400> 40 
tanagaactg 


agggtcagan 


tgaccntgcc 


tcatagtatn 


cgatcagatt cagaagatat 


60 


ctgtttattt 


acgaaggatg 


ancccaattc 


aactcctgaa 


aagacagaac agttttatag 


120 


aaagctttta 


aacaagcatg 


gaattaaaac 


cgtttctcag 


attatctccc tccaaactct 


180 


aaagaaggaa 


tataaatcct 


atgaagccaa 


gctccgcctt 


ctgagcagtt ttgatttctt 


240 


ccttactgat 


gccagaatta 


ggcggctctt 


accctcactc 


attgggagac atttctatca 


300 


aagaaagaaa 


gttccagtat 


ctgtaaacct 


tctgtccaag 


aatttatcaa gagagatcaa 


360 


tgactgtata 


ggtggaacag 


tcttaaacat 


ttctaaaagt 


ggttcttgca gtgctatacg 


420 


tattggtcac 


gttggaatgc 


aaattgagca 


catcattgaa 


aacattgttg ctgtcaccaa 


480 


aggactttca 


gaaaaattgc 


cagagaagtg 


ggagagcgtg 


aaactcctgt ttgtgaaaac 


540 


tgagaaatcg 


gctgcacttc 


ccatcttttc 


ctcgtttgtc 


agcaattggg atgaagccac 


600 


caaaagatct 


ttgcttaata 


agaagaaaaa 


agaggcaagg 


agaaaacgaa gagaaagaaa 


660 


ttttgaaaaa 


caaaaggaga 


ggaagaagaa 


gaggcagcag 


gctaggaaga ctgcatcagt 


720 


tcttagtaaa 


gatgatgtgg 


cacctgaaag 


tggtgatact 


acagtgaaga aacctgaatc 


780 


aaagaaggaa 


cagaccccag 


agcatgggaa 


gaaaaaacgt 


ggcagaggaa aagcccaagt 


840 


taaagcaaca 


aatgaatccg 


aagacgaaat 


cccacagctg 


gtaccaatag gaaagaagac 


900 


tccagctaat 


gaaaaagtag 


agattcaaaa 


acatgccaca 


ggaaagaagt ctccaggcaa 


960 


agagtcctaa 


tcccagca 








978 



<210> 41 

<211> 322 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> X is any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (7).. (7) 

<223> x is any amino acid 
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<220> 

<221> MISC_FEATURE 

<222> (9) . . (9) 

<223> X is any amino acid 



<220> 

<221> MI5C_FEATURE 

<222> (13).. (13) 

<223> X is any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (27).. (27) . 

<223> X is any ammo acid 



<400> 41 

Xaa Glu L 
1 5 



xaa Glu Leu Arg yal Arg xaa Thr xaa Pro His ser xaa Arg Ser Asp 



Ser Glu Asp He cys Leu Phe Thr Lys Asp xaa Pro Asn ser Thr Pro 
20 25 

Glu Lys Thr Glu Gin Phe Tyr Arg Lys Leu Leu Asn Lys His Gly He 



35 



Lys Thr val Ser Gin He lie Ser Leu Gin Thr Leu Lys Lys Glu Tyr 



50 



Lys Ser Tyr Glu Ala Lys Leu Arg Leu Leu Ser ser Phe Asp Phe Phe 



65 



Leu Thr Asp Ala Arg He Arg Arg Leu Leu Pro Ser Leu He Gly Arg 

His Phe Tyr Gin Arg Lys Lys val Pro val Ser val Asn Leu Leu Ser 
100 105 

Lys Asn Leu ser Arg Glu He Asn Asp Cys He Gly Gly Thr val Leu 



115 



Asn lie ser Lys ser Gly ser Cys Ser Ala He Arg He Gly His val 
130 135 

Gly Met Gin He Glu His He He Glu Asn lie val Ala val Thr Lys 
14 5 150 

Gly Leu ser Glu Lys Leu Pro Glu Lys Trp Glu Ser val Lys Leu Leu 
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Phe val Lys Thr Glu Lys ser Ala Ala Leu Pro lie Phe Ser Ser Phe 
180 185 190 



val Ser Asn Trp Asp Glu Ala Thr Lys Arg ser Leu Leu Asn Lys Lys 
195 200 " 205 



Lys Lys Glu Ala Arg Arg Lys Arg Arg Glu Arg Asn. Phe Glu Lys Gin 
210 215 ~ 220 



Lys Glu Arg Lys Lys Lys Arg Gin Gin Ala Arg Lys Thr Ala Ser val 
225 230 235 240 



Leu Ser Lys Asp Asp Val Ala Pro Glu Ser Gly Asp Thr Thr Val Lys 
245 250 255 



Lys Pro Glu Ser Lys Lys Glu Gin Thr Pro Glu His Gly Lys Lys Lys 
260 265 270 



Arg Gly Arg Gly Lys Ala Gin val Lys Ala Thr Asn Glu ser Glu Asp 

275 280 285 

Glu lie Pro Gin Leu Val Pro lie Gly Lys Lys Thr Pro Ala Asn Glu 

290 295 300 



Lys Val Glu lie Gin Lys His Ala Thr Gly Lys Lys Ser Pro Gly Lys 
305 310 315 320 



Glu Ser 



<210> 42 

<211> 326 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eat u re 

<222> (190) . . (190) 

<223> Unknown 



<220> 

<221> mi sc_f eature 

<222> (301) . . (301) 

<223> Unknown 



<220> 

<221> mi sc_f eature 
<222> (304).. (304) 
<223> Unknown 
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<400> 42 

gtttctgctc gattgagtta aaagcgctgc tgtccttaat ttgcttaagg cttcaaacac 60 

gatctaaaag aagtggtgca cagagctctc gtcatgtgag aacaattcaa tgtgatgtct 120 

tgccaggaat gataaacttg gtgacttgat aaatctcaga gttcagattt cagatgaagt 180 

tagctttcan cctggcattc ccgtccaagc acatgtaagg ctccgcaaaa ttgatgacac 240 

cataaaggag tccagtttcc accaccacga gtctccgtcc tcaaagagga gcacatccca 300 

ntcncctctc tctggagggc tttgac 326 



<210> 43 

<211> 48 

<212> PRT 

<213> Homo sapiens 

<400> 43 

Phe Cys Ser lie Glu Leu Lys Ala Leu Leu Ser Leu lie Cys Leu Arg 
1 5 10 15 



Leu Gin Thr Arg ser Lys Arg ser Gly Ala Gin ser Ser Arg His val 
20 25 30 



Arg Thr lie Gin cys Asp val Leu Pro Gly Met lie Asn Leu Val Thr 
35 40 45 



<210> 44 

<211> 418 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_feature 

<222> (272). .(272) 

<223> Unknown 



<400> 44 

agggttgcat tattttatat tctcaccagg aattatgaag ctttccattt ctccacatcc 60 

tcatcaacat tagttattac ttgtctttta atgatcacca ttctaactgg tgtgagatgg 120 

tatctcattg tggttttgat ttgcatttct ctgatggccg gtgatgatga gcattttttc 180 

gtgtgtctgt tggctgcata aatgtcttcg tttgcgaagt gtctgttcat atcctttgcc 240 

cactttttga tggggttgtt tgtttacatt anctttctga catcatttaa aatattaaac 300 

gctttaatat atggcacctt taaaattgag tcagagcctt ttagtgaaag aatctgtttt 360 

ccctaaaata gaaataactt taatatttaa tagcttcagg tttatacact ccattttt 418 



<210> 45 
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sequence! i sti ng . txt 

<211> 66 

<212> PRT 

<213> Homo sapiens 

<400> 45 

Arg val Ala Leu Phe Tyr lie Leu Thr Arg Asn Tyr Glu Ala Phe His 
1 5 10 15 



Phe Ser Thr Ser Ser Ser Thr Leu Val lie Thr Cys Leu Leu Met lie 
20 25 30 

Thr lie Leu Thr Gly Val Arg Trp Tyr Leu lie Val val Leu lie Cys 
35 40 45 

lie Ser Leu Met Ala Gly Asp Asp Glu His Phe Phe val Cys Leu Leu 
50 55 60 

Ala Ala 
65 



<210> 46 

<211> 2031 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_feature 

<222> (1162). .(1162) 

<223> Unknown 



<220> 

<221> mi sc_feature 

<222> (1202) . . (1202) 

<223> Unknown 



<220> 

<221> mi sc_f eature 

<222> (1229). .(1229) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (1277).. (1277) 

<223> Unknown 



<220> 

<221> mis cofeature 

<222> (1885).. (1885) 

<223> unknown 



<220> 

<221> mi sc_f eature 
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<222> (1889).. (1889) 
<223> Unknown 



sequence! i sti ng . txt 



<220> 

<221> misc_feature 

<222> (2013) . . (2013) 

<223> Unknown 

<400> 46 



ttgccatgct 


gacagaaaca 


caatcaatca 


tctctcagct 


cccgccccag 


cccttgaata 


60 


tgatactcta 


aggcagcagc 


aggaagaaca 


tcggcaactg 


cgtgagttga 


tagctgaaca 


120 


caagcctcat 


atagataaga 


tgaacaaaac 


tggccacagt 


actgaatgag 


ccctggggaa 


180 


ggcttttcta 


tccaagagaa 


gtatgtggca 


gccgacaccc 


tttacagtca 


cattaaagaa 


240 


gatgtcaaaa 


agcgtgctgt 


ggcactggat 


gaagccattt 


ctcaatcaac 


tcagttccat 


300 


gacaagatag 


atcagatcct 


tgagagcctg 


gaacgcatcg 


tggaacgtct 


gaggcagcca 


360 


ccctctatct 


ctgcagaggt 


tgagaagatc 


aaggaacaga 


tcagtgaaaa 


taagaatgtg 


420 


tcagtagaca 


tggaaaagct 


acagccgttg 


tatgaaactc 


ttaaacagag 


gggagaggaa 


480 


atgattgcta 


gatctggggg 


gactgataaa 


gacatatctg 


ccaaagctgt 


tcaggataag 


540 


cttgaccaaa 


tggttttcat 


ttgggagaac 


atacacacac 


tggtggaaga 


gagggaagcc 


600 


aaactactgg 


atgtgatgga 


gctagcagaa 


aagttctggt 


gtgatcacat 


gtcattgata 


660 


gttaccatta 


aagatactca 


agatttcatc 


cgggacctgg 


aagatcctgg 


aattgatcct 


720 


tcagtagtaa 


aacaacagca 


agaagcagca 


gagaccataa 


gggaagaaat 


agatggacta 


780 


caggaggagc 


tggatatagt 


tattaaccta 


ggttctgaac 


tcattgcggc 


atgtggggag 


840 


cctgataaac 


ccattgtcaa 


gaagagtata 


catgagttaa 


attcagcgat 


gggattctct 


900 


aaataaagct 


tggaaagacc 


ggattgacca 


acttgagagc 


aatgcagctg 


ccgtcagtac 


960 


agatggactg 


caggcggtat 


ttttctgggt 


agatattgca 


ggtggtaagt 


tcgcttcaat 


1020 


gtctccaatt 


ggaacagcat 


ctcgaaactg 


tcaagcagca 


gattgatgtg 


ctagagcaat 


1080 


ttaagtctga 


ggcctatcaa 


cagcagatag 


agtggtacga 


ctgactcatc 


acgcagacgc 


1140 


ttttgctaaa 


gaaagtaaca 


gnagagagtg 


acaaacacac 


tgttctagac 


ccaaaaatgg 


1200 


anctgatatt 


gatatggcta 


gcctggagna 


gagaatcatc 


aacagacagc 


ataaactgga 


1260 


gggtgctcta 


ttagccntgg 


gtcagttcca 


acatgccctg 


tatgagctcc 


tgcatgctga 


1320 


cacacaccga 


gggcttgcta 


agtgagcaga 


aacctgttgg 


aggagaccct 


aaagccattg 


1380 


aaattgaact 


tgccaagcat 


catgtgctcc 


aaaatgatgt 


attagcccat 


cagtccacag 


1440 


tggaagccgt 


taataaagca 


ggaaatgatc 


taattgaatc 


aagtgcagga 


gaagaagcaa 


1500 


gcaaccttca 


gaacaagcta 


gaggttttaa 


atcaacgctg 


gcaaaatgtt 


ttggaaaaaa 


1560 
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sequencel i sti ng . txt 
cagaacaaag gaagcagcag ctggatggtg ccttgcgcca ggccaaaggg ttccatggcg 1620 

aaattgagga tttgcagcag tggctgactg acacggagcg tcatctgttg gcatctaaac 1680 

cgctgggagg tttaccggaa acagccaagg agcagcttaa tgtccatatg gaagtctgtg 1740 

ctgcctttga agctaaagaa gaaacatata agagtctgat gcagaaaggc cagcagatgc 1800 

ttgcaagatg cccaaaatct gcagagacaa atattgacca agacataaat aacttgaaaa 1860 

aaaaaaaaaa aaaaaaaaaa aaaanacang ccgctgaatt ctagaattca gcggccgctg 1920 

aattctagac ctgcccgggc ggcgcgctcg agccctatag tgagtcgtat taggatggaa 1980 

tcactagtcg gccgcctgca ggtcgaccat atnggagagc tcccaacgcg t 2031 

<210> 47 

<211> 246 

<212> PRT 

<213> Homo sapiens 

<400> 47 

Met Ser Pro Gly Glu Gly Phe ser lie Gin Glu Lys Tyr Val Ala Ala 
1 5 10 15 

Asp Thr Leu Tyr Ser His lie Lys Glu Asp Val Lys Lys Arg Ala val 
20 25 30 

Ala Leu Asp Glu Ala lie Ser Gin Ser Thr Gin Phe His Asp Lys lie 
35 40 45 

Asp Gin lie Leu Glu Ser Leu Glu Arg lie val Glu Arg Leu Arg Gin 
50 55 60 

pro Pro Ser lie Ser Ala Glu val Glu Lys lie Lys Glu Gin lie Ser 
65 70 75 80 

Glu Asn Lys Asn val ser val Asp Met Glu Lys Leu Gin Pro Leu Tyr 
85 90 95 

Glu Thr Leu Lys Gin Arg Gly Glu Glu Met lie Ala Arg ser Gly Gly 
100 105 110 

Thr Asp Lys Asp lie Ser Ala Lys Ala Val Gin Asp Lys Leu Asp Gin 
115 120 125 

Met val Phe lie Trp Glu Asn lie His Thr Leu val Glu Glu Arg Glu 
130 135 140 

Ala Lys Leu Leu Asp val Met Glu Leu Ala Glu Lys Phe Trp Cys Asp 
145 150 155 160 
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sequence! i sti ng . txt 

His Met Ser Leu lie val Thr He Lys Asp Thr Gin Asp Phe lie Arg 
165 170 175 

Asp Leu Glu Asp Pro Gly He Asp Pro Ser val Val Lys Gin Gin Gin 

180 185 190 

Glu Ala Ala Glu Thr lie Arg Glu Glu lie Asp Gly Leu Gin Glu Glu 
195 200 205 

Leu Asp lie Val lie Asn Leu Gly Ser Glu Leu lie Ala Ala Cys Gly 



Glu Pro Asp Lys Pro lie val Lys Lys Ser lie His Glu Leu Asn Ser 
225 230 235 240 

Ala Met Gly Phe Ser Lys 
245 

<210> 48 

<211> 1085 

<212> DNA 

<213> Homo sapiens 

<400> 48 

cacccccacc tgccagagcc ttgatccctc cctaggccct gcctaacctt gagttggccc 60 

caatccctct tggctgcaga agtccctttc acccccaatg agaggagggg caggaccaga 120 

tcttttgaga gctgagggtt gagggcattg agcaacacac agatttgtcg cctctgtccc 180 

cgaagacacc tgcaccctcc atgcggagcc aagatgggga atggaactga ggaagattat 240 

aactttgtct tcaaggtggt gctgatcggc gaatcaggtg tggggaagac caatctactc 300 

tcccgattca cgcgcaatga gttcagccac gacagccgca ccaccatcgg ggttgagttc 360 

tccacccgca ctgtgatgtt gggcaccgct gctgtcaagg ctcagatctg ggacacagct 420 

ggcctggagc ggtaccgagc catcacctcg gcgtactatc gtggtgcagt gggggccctc 480 

ctggtgtttg acctaaccaa gcaccagacc tatgctgtgg tggagcgatg gctgaaggag 540 

ctctatgacc atgctgaagc cacgatcgtc gtcatgctcg tgggtaacaa aagtgacctc 600 

agccaggccc gggaagtgcc cactgaggag gcccgaatgt tcgctgaaaa caatggactg 660 

ctcttcctgg agacctcagc cctggactct accaatgttg agctagcctt tgagactgtc 720 

ctgaaagaaa tctttgcgaa ggtgtccaag cagagacaga acagcatccg gaccaatgcc 780 

atcactctgg gcagtgccag gctggacagg agcctggcct ggggagaaga gggcctgttg 840 

catcagcctc tgaccttggc cagcaccacc tgcccccact ggctttttgt gccccttgtc 900 

cccacttcag ccccaggacc tttccttgcc ctttggttcc agatatcaga ctgttccctg 960 
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sequencel i sti ng . txt 
ttcacagcac cctcagggtc ttaaggtctt catgccctat cacaaatacc tcttttatct 1020 

gtccacccct cacagactag gaccctcaaa taaagctgtt ttatatcaaa aaaaaaaaaa 1080 

aaaaa 1085 

<210> 49 

<211> 256 

<212> PRT 

<213> Homo sapiens 

<400> 49 

Met Gly Asn Gly Thr Glu Glu Asp Tyr Asn Phe Val Phe Lys val val 
15 10 15 

Leu lie Gly Glu Ser Gly val Gly Lys Thr Asn Leu Leu Ser Arg Phe 
20 25 30 

Thr Arg Asn Glu Phe Ser His Asp Ser Arg Thr Thr lie Gly Val Glu 
35 40 45 

Phe Ser Thr Arg Thr val Met Leu Gly Thr Ala Ala Val Lys Ala Gin 
50 55 60 

lie Trp Asp Thr Ala Gly Leu Glu Arg Tyr Arg Ala lie Thr Ser Ala 
65 70 75 80 

Tyr Tyr Arg Gly Ala Val Gly Ala Leu Leu val Phe Asp Leu Thr Lys 
85 90 95 

His Gin Thr Tyr Ala Val Val Glu Arg Trp Leu Lys Glu Leu Tyr Asp 
100 105 110 

His Ala Glu Ala Thr lie Val val Met Leu Val Gly Asn Lys Ser Asp 
115 120 125 

Leu Ser Gin Ala Arg Glu Val Pro Thr Glu Glu Ala Arg Met Phe Ala 
130 ~ 135 140 

Glu Asn Asn Gly Leu Leu Phe Leu Glu Thr Ser Ala Leu Asp Ser Thr 
145 150 155 160 

Asn Val Glu Leu Ala Phe Glu Thr val Leu Lys Glu lie Phe Ala Lys 
165 170 175 

Val ser Lys Gin Arg Gin Asn ser lie Arg Thr Asn Ala lie Thr Leu 
180 ~ 185 190 

Gly Ser Ala Arg Leu Asp Arg Ser Leu Ala Trp Gly Glu Glu Gly Leu 
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4 



sequencel i sti ng . txt 
195 200 205 

Leu His Gin Pro Leu Thr Leu Ala ser Thr Thr Cys Pro His Trp Leu 
210 215 220 

Phe Val Pro Leu Val Pro Thr Ser Ala Pro Gly Pro Phe Leu Ala Leu 
225 230 235 240 

Trp Phe Gin lie Ser Asp Cys Ser Leu Phe Thr Ala Pro Ser Gly Ser 
245 250 255 

<210> 50 

<211> 162 

<212> DNA 

<213> Homo sapiens 

<400> 50 

aagggaaaga ttagggtcaa gagtatgatt taggagactg tgcaccattc atatgcaagt 60 

ggatgcacaa ttcctgaggc agtgccacag ggagggatgg agaggctgga ctcaagagtc 120 

agtgcaggag aatatctaaa cttggtgctt gagcgatggc gg 162 

<210> 51 

<211> 301 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 
<222> * (12).. (12) 
<223> unknown 

<220> 

<221> mi sc_f eature 

<222> (15). .(15) 

<223> unknown 

<220> 

<221> misc_feature 

<222> (16). .(16) 

<223> unknown 

<220> 

<221> mi sc_f eature 

<222> (18) . . (18) 

<223> unknown 

<220> 

<221> mi sc_f eature 

<222> (36). .(36) 

<223> unknown 
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sequencel i sti ng . txt 

<220> 

<221> mi sc_f eature 
<222> (41). .(41) 
<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (51).. (51) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (53).. (53) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (107) . . (107) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (158).. (158) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (168) . . (168) 

<223> unknown 



<220> 

<221> misc_feature 

<222> (171) . . (171) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (197) . . (197) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (199) . . (199) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (255). .(255) 

<223> unknown 



<400> 51 

agcatgggca gngcnncngt aatctcgcta acattngtgt ntttttctgt ntnggtttct 
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ctttgtgcaa gtgtgtatgt 


acatctacta 


sequencel i sti ng . txt 
ggtgtgaaat ggtatcncgc 


tgtggtttcc 


120 


actagcattt 


tcctgatggt 


ag xga tgg xg 


atcatctnct 


tatgtacnta 


n LydLyad u l 


1 RH 
xou 


gtatatcttc ttcaganana 


atgtctgttc 


agatcctttg 


accattttta 


aatttggttg 


240 


tttgtctgtt attantgagt 


gtctggaagt 


cacgccacta 


tggacctgca 


ttatataggg 


300 


a 












301 


<210> 52 
<211> 1024 

<212> DNA 

<213> Homo sapiens 












<400> 52 
gcggacctgc 


agcctgtttc 


aaaataatga tctataccag 


ttgacttaga 


gtgatttcca 


60 


cgatgctctg 


gtgaaaaaga 


aaagttagtt 


ttagagaaga 


cgctcatgaa 


ttcgcggccg 


120 


cgtcgacggg 


atatagacag 


gcttgagcac 


ctccacctca 


cagaatttgg 


actaaaattg 


180 


gggcaaaaaa 


tatttttgtt 


aaacaaaaga gattttattt 


tatttttatc 


attattttga 


240 


aacaggttct 


tgctctgtca 


cccagggtgg 


agtgcagtag 


cacaaggtgc 


atcccgggat 


300 


caagcctcct 


cctgtctcag 


cctccccagt 


agctgagact 


gatacaggag 


gtagaaagaa 


360 


attatttagg 


cagatagtga 


gggcaaatga gtcctcagca 


gagcttcctt 


tctaacaaaa 


420 


agcagcccaa 


gaaattagtt 


ttctcctaac 


aaaaagtgcc 


tgaaaaatct 


agctgcaaac 


480 


ataggtaagc 


aagctggaac 


attgcacagg 


ggaatgctgg 


cgctgtgtca 


atagaaaagg 


540 


gtactggggg 


ccaggcatgt 


ccatcatgga 


agcttcatct 


tccttttgtt 


agcacgtgta 


600 


cagtaagaaa 


gaagtgggca 


acatggcaca 


gcttaggctg 


aaaacccgcc 


tgcataataa 


660 


aatactgggg 


tgggggctgc 


cagaaaatcg 


tgccccatgc 


aaatggcaca 


cctggtccta 


720 


accagctttt 


tgtgccctac 


gtagatcaga 


cacaactttc 


caaccagctc 


atctataaaa 


780 


ccttctgcat 


ttcaccgtgg 


gtcgacaacc 


catttttctg 


ggacccctct 


ctgtagcaga 


840 


gagctatttt 


ctttcttttg 


cctattaaac 


ttcctgctgt 


taacctcact 


cttgtggtgt 


900 


ccatgtcctt 


gatctctgtg 


gctgtgagac 


aatgaacctc 


aggttttacc 


ccagacaatg 


960 


aggctgcttc 


agtgggaggg 


tgttttgggc 


tcacaagtag 


ataaaaagga 


gaaatgaaaa 


1020 


tgag 












1024 



<210> 53 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 53 



lie Asp Arg Leu Glu His Leu His Leu Thr Glu Phe Gly Leu 
1 ~ 5 10 
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sequencelisting.txt 



<210> 54 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 54 

He Asp Arg Asp Gly His He Lys Leu ser Asp Phe Gly Leu 
1 5 10 



<210> 55 

<211> 14 

<212> PRT 

<213> Yeast 



<400> 55 



Leu Asp Ala Lys Gly His He Lys Leu Thr Asp Phe Gly Leu 
1 5 1U 



<210> 56 

<211> 14 

<212> PRT 

<213> Yeast 

<400> 56 

He Asp Ala Thr Gly His He Lys Leu Thr Glu Phe Gly Leu 
1 5 1° 



<210> 57 

<211> 14 

<212> PRT 

<213> Neuck 

<400> 57 

Leu Asp Arg Gly Gly His val Lys Leu Thr Asp Phe Gly Leu 
1 5 10 



<210> 58 

<211> 13 

<212> PRT 

<213> Slime mold 

<400> 58 

He Asp Gin Tyr Gly His He Lys Leu Thr Glu Phe Gly 
1 5 1° 



<210> 59 
<211> 13 
<212> PRT 
<213> Slime mold 

< 400> 59 -JA 
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sequencel i sti ng . txt 

Leu Asp Glu Glu Gly His He Lys Leu Thr Asp Phe Gly 
1 5 10 



<210> 60 

<211> 803 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<222> (96) . . (96) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (214) . . (214) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (241) . . (241) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (248). .(248) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (555). .(555) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (577). .(577) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (628).. (628) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (647) . . (647) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (760) . . (760) 

<223> unknown 
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sequencel i sti ng . txt 



<400> 60 
ccacataggt 


ggtacacagg 


tgcccaaagg gcctctccca 


ccaggactgc acttcaaact 


60 


cccccatgca 


ctgacattaa 


cagtggaaag gccagnctgc 


ttggggtgaa ttgtcataca 


120 


attagcattt 


gtaaaagtta 


agctaaatta caaaaattaa 


aaaaaattta aaggacatgt 


180 


aagtggaatt 


taatataccc 


tggacctggg tgtncctcaa 


aatgccagcc tcagccttct 


240 


ncctgganaa 


ctcactaaaa 


ggccacggga aagggagcag 


ggcagccccc tgggaagcag 


300 


gatggcgtgg 


catccagggc 


tgggtggggg tgctgagctt 


tggtaaaaca atgcaaggtc 


360 


ctccttcctg 


gtgttctcac 


cacattcacc ctgaagtgca 


tgttatgacc ttggctccct 


420 


gcagcctcaa 


cctcctgggc 


tcaagcaatc ctcctacctc 


agcctccccg agtaactggg 


480 


actacaggtg 


cacaccacca 


cacctggcta atttgtaaag 


gaaatcctgc cttcctttag 


540 


gaaatgggtt 


tgaanctgga 


ataagaggaa aaaaaangcc 


ctttcaagcc ccaggcctgg 


600 


gaaaacgccc 


tttctcccag 


gtgccctntc cctcacccag 


ctcctgncac cctctgggga 


660 


gccttcccca 


ccttagctgt 


ctcctgcccc cagggaggga 


tggaggagat aatttgctta 


720 


tattaaaaac 


aaaaaatggc 


tgaggcagga gtttgggacn 


agcctgggct atatagcaag 


780 


accccatcac 


tacaaatttt 


tta 




803 



<210> 61 

<211> 803 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (96) . . (96) 

<223> unknown 



<220> 

<221> misc_feature 

<222> (214).. (214) 

<223> unknown 



<220> 

<221> mi sc_feature 

<222> (241).. (241) 

<223> unknown 



<220> 

<221> misc_feature 

<222> (248).. (248) 

<223> unknown 



<220> 

<221> misc_feature 
<222> (555).. (555) 
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<223> unknown 



<220> 

<221> mi sc__f eature 

<222> (577)..C577) 

<223> unknown 



<220> 

<221> mi sc__f eature 

<222> (628). .(628) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (647) . . (647) 

<223> unknown 



<220> 

<221> mi sc_f eature 

<222> (760) . . (760) 

<223> unknown 



<400> 61 
ccacataggt 


ggtacacagg 


tgcccaaagg gcctctccca 


ccaggactgc 


acttcaaact 


60 


cccccatgca 


ctgacattaa 


cagtggaaag gccagnctgc 


ttggggtgaa 


ttgtcataca 


120 


attagcattt 


gtaaaagtta 


agctaaatta caaaaattaa 


aaaaaattta 


aaggacatgt 


180 


aagtggaatt 


taatataccc 


tggacctggg tgtncctcaa 


aatgccagcc 


tcagccttct 


240 


ncctgganaa 


ctcactaaaa 


ggccacggga aagggagcag 


ggcagccccc 


tgggaagcag 


300 


gatggcgtgg 


catccagggc 


tgggtggggg tgctgagctt 


tggtaaaaca 


atgcaaggtc 


360 


ctccttcctg 


gtgttctcac 


cacattcacc ctgaagtgca 


tgttatgacc 


ttggctccct 


420 


gcagcctcaa 


cctcctgggc 


tcaagcaatc ctcctacctc 


agcctccccg 


agtaactggg 


480 


actacaggtg 


cacaccacca 


cacctggcta atttgtaaag 


gaaatcctgc 


cttcctttag 


540 


gaaatgggtt 


tgaanctgga 


ataagaggaa aaaaaangcc 


ctttcaagcc 


ccaggcctgg 


600 


gaaaacgccc 


tttctcccag 


gtgccctntc cctcacccag 


ctcctgncac 


cctctgggga 


660 


gccttcccca 


ccttagctgt 


ctcctgcccc cagggaggga 


tggaggagat 


aatttgctta 


720 


tattaaaaac 


aaaaaatggc 


tgaggcagga gtttgggacn 


agcctgggct 


atatagcaag 


780 


accccatcac 


tacaaatttt 


tta 
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